Expt. 1. Form of seed. --From 253 hybrids 7324 seeds were obtained in the second trial year. Among them were 5474 round or roundish ones and 1850 angular wrinkled ones. Therefrom the ratio 2.96:1 is deduced. Expt. 2. Color of albumen. --258 plants yielded 8023 seeds, 6022 yellow, and 2001 green; their ratio, therefore, is as 3.01:1. Expt. 3. Color of the seed-coats. --Among 929 plants, 705 bore violet-red flowers and gray-brown seed-coats; 224 had white flowers and white seed-coats, giving the proportion 3.15:1. Expt. 4. Form of pods. --Of 1181 plants, 882 had them simply inflated, and in 299 they were constricted. Resulting ratio, 2.95:1. Expt. 5. Color of the unripe pods. --The number of trial plants was 580, of which 428 had green pods and 152 yellow ones. Consequently these stand in the ratio of 2.82:1. Expt. 6. Position of flowers. --Among 858 cases 651 had inflorescences axial and 207 terminal. Ratio, 3.14:1. Expt. 7. Length of stem. --Out of 1064 plants, in 787 cases the stem was long, and in 277 short. Hence a mutual ratio of 2.84:1. In this experiment the dwarfed plants were carefully lifted and transferred to a special bed. This precaution was necessary, as otherwise they would have perished through being overgrown by their tall relatives. Even in their quite young state they can be easily picked out by their compact growth and thick dark-green foliage. 3
"gibberellins"
The stature of Le mutants can be restored by application of GA1, but not by GA20 Herr Mendel, meet Drs. Beadle and Tatum 5 MCB 140, Mendel's green cotyledon gene encodes a positive regulator of the chlorophyll-degrading pathway Sato et al. PNAS August 28, 2007 vol. 104 14169-14174 "Mendel's Green Cotyledon Mutation Is a Stay-Green Mutation. The pea strain JI2775 has a defect on the I locus and presents green cotyledons in mature seeds ….
And also retains greenness of leaves during leaf senescence, suggesting that JI2775 is a stay-green mutant and that the I gene functions in Chl degradation both in cotyledons during seed maturation and in true leaves during senescence Also see Armstead, et al. (2007) Science 315, 73 6 MCB 140, 10-3-07
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Solely on the basis of statistical analysis of plant crosses, and a full century before the discovery of the structure of DNA, the chemical nature of mutations, the "central dogma (fact) of molecular biology," the notion that genes code for enzymes (or enzyme subunits) -in essense, before the discovery of anything at all relevant to what is being studied here -Mendel correctly determined that differenced between plants in traits such as seed shape, plant height, and seed color are determined by discrete entities that behave in a distinct, specific way during meiosis, and during ontogeny. Nearly 150 years later, molecular genetic and biochemical analysis has shown that Mendelian inheritance of the traits Mendel studied is, in precise agreement with his model (take THAT, Karl Nägeli and your stupid apomixing Hieracium; grrrrrrr), due to specific lesions (mutations) in unique, single genes coding for enzymes directly involved in the development of the traits that Mendel studied. Furthermore, the nature of the lesions conclusively explains the recessive nature of the alleles Mendel studied. These examples offer wonderful case studies in the effect of genotype on phenotype. A critical aspect of the paramutation process -one that is shared by many epigenetic processes It is sensitive to the environment: paramutation can be variably expressive (in other words, the extent of paramutation can vary, and how variable it is can be specified by the environment). "Owing to their sessile nature, plants are constantly exposed to a multitude of environmental stresses to which they react with a battery of responses. …Here we show that in Arabidopsis thaliana plants treated with short-wavelength radiation (ultraviolet-C) or flagellin (an elicitor of plant defences6), somatic homologous recombination of a transgenic reporter is increased in the treated population and these increased levels of homologous recombination persist in the subsequent, untreated generations. The epigenetic trait of enhanced homologous recombination could be transmitted through both the maternal and the paternal crossing partner, and proved to be dominant. The increase of the hyper-recombination state in generations subsequent to the treated generation was independent of the presence of the transgenic allele (the recombination substrate under consideration) in the treated plant. We conclude that environmental factors lead to increased genomic flexibility even in successive, untreated generations, and may increase the potential for adaptation." 29 MCB 140, 10-3-07 Hmmmmmmmmmmmm "Influences of the environment on the plant genome have been documented, [and] have been interpreted as 'genomic shock'. Here we demonstrated that environmental influences, specifically ultraviolet radiation and a bacterial elicitor, change the flexibility of the plant genome in somatic tissue of treated plants and in somatic tissue of their progeny. As these influences persist in the entire population of plants, the basis for the change is epigenetic rather than genetic. Plants carrying the transgene locus do not have to face the environmental challenges themselves in order to transmit the epigenetic change to the offspring; the stimulus for an increase of recombination can be imposed in trans by a single treated parent." Molinier et al. Nature 442, 1046 -1049 Epigenetics: from phenomenon to mechanism 33 MCB 140, 10-3-07
An important point
Paramutation and across-generation memory of stress are both epigenetic phenomena: the loci they affect do not change DNA sequence. This does not mean, however, that the mediators of these epigenetic effects are fundamentally "magical" -there are genes, the products of which are required for epigenetic effects.
